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e Polymorphismof the Androgen Receptor Gene is Associated with Mal Pattern Baldness.

The Joural of Investigative Dermatology 116(3) :452-455

e Male Infertility and Variation in CAG Repeat Length in the Androgen Receptor Gene:
A Meta-analysis.

The Journal of Clinical Endocrinology & Metabolism 92(117) :4319 - 4326




